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OH4 3 84 
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Cst-I 
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Hi ORF 



-MKKVI IAGNGPSLKEIDYSRLPNDFDVFRCNQFYFEDKYYLGKKC 4 5 

MKKVI IAGNGPSLKEIDYSRLPNDFDVFRCNQFYFEDKYYLGKKC 4 5 

MTRTRMENELIVSKNMQNI 1 1 AGNGPSLKNINYKRLPREYDVFRCNQFYFEDKYYLGKKI 6 0 
MSMNINALVCGNGPSLKNIDYKRLPKQFDVFRCNQFYFEDRYFVGKDV 4 8 
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KAVFYNP I LFFEQYYTLKHLIQNQEYETELIWCSKYNQAHLENENFVKTFYDYFPDAHLG 105 
KAVFYTPNFFraQYYTLKHLIQNQKYETELIMCSNYNQAHLENENF\nCTFYDYFPDAH^ 105 
KAVFFNPGVFLQQYHTAKQLILKNKYTIKOTFCSTFNLPFIESNDFIJIQFTNFFPDAK^ 120 
KWFFNPFVFFEQYYTSKXLIQNEEYNIENIVCSTINLEYIDGFQFVDNFELYFSDAFLG 108 
MQLIKNNEYEYADII LSS FVNLGDSELKKI KNVQKLLTQVDIG 4 3 
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YDFFKQLKDFKAYFKFHKIYFNQRITSGVTMCAVAIALGYKEIYLSGIDFYQN-GSSYAF 164 

YD F FKQLKE FNAYFKFHE I YFNQRI TSGVYMCAVA I ALGYTCE I YLSG IDFYQN - GS S YAF 164 

YEVIENLKEFYAYIKYNEIYFNKRITSGVYMCAIAIALGYICTIY^ 17 9 

HE! I KKLKDFFAYI KYNEI YNRQRITSGVYMCATAVALGYKS I Yl SGIDFYQDTNNLYAF 168 

HYY LN KL P AFD AYLQ YNE L YENKRI T S GVYMCAVATVMG YKD L YLTG ID FYQ E KGN P YAF 103 
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DTKQKNLLKXAPNFKNDNSHYIGHSKNTDIKAIjEFLEKTYTCIK^ 224 

DTKQENLLKLAPDFKNDRS HY I GHS KNTD I KALE FLEKTYKI KLYCLCPNS LLANF I ELA 224 

EARS TNI KTI FPGIK- DFKPSNCHSKEYDI EALKLLKS I YKVNI YALCDDS I LANHFPLS 2 3 8 

DNNKKNLLbnCCTCFKNQKFKFINHS^CDLQAIJDYLM^ EYFKLA 224 

HHQKENI IKLLPSFSQNKSQSDIHSMEYDLNALYFLQKHYGVNIYCISPESPLCNYFPLS 163 
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Hi ORF 



PNLN-SNFIIQEK-NNYTKDILI PSSEAYGKFSKN INFKKIK- IKENI YYK 272 

PKLN-SNFI IQEJC-NNYTKDILI PSSEAYGKFSKN INFKKIK- IKENVYYK 272 

I N I N - NNFTLENKHNNS I ND I LLTDNT PGVS F YKNQ LKADNKI MLNFYN I LHS KDKL I KF 297 

PDIG- SDFVLSKKPKKYINDILI PDKYAQERYYGK KSR-LKENLHYK 26 9 

PLNNP I TF I LEEK- KNYTQDILI P PKFVYKKIG I YS KPR - 1 YQNLI FR 2 09 
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LIKDLLRLPSDIKHYFKGK 291 

LI KDLLRLPSDIKHYFKGK 291 

LNKE I AVL KKQTTQ RAKAR I QNHLS 322 

LIKDLIRLPSDIKHYLKEKYANKNR 2 94 

LIWDILRLPNDIKHALKSRKWD 231 
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Figure 4 



Lac- Gal-p-l,4-Glc-FCHASE — ► Gal-p-l,4-Glc-FCHASE GM3- 
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